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Whatisa ITS ?
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Whatisa ITS ?

Size polymorphism of ITS (from 361 to 1475 bases in UNITE 7.1)

Highly conserved regions of the neighboring of ITS1 and ITS2
Lack of a generalist and abundant ITS databank (several small specialized databanks)
Multiple copies (14 to 1400 copienfeanat 113,medianat 80)
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If your sequencing platform preprocesses your data, it has to keep short and long sequences

* https://doi.org/10.1111/mec.14995



https://doi.org/10.1111/mec.14995
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ITS data from manipulated organic soil (MOS network)
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While in the past forest biomass exports concernedonly trunks, these
exportsrecently increasedand now concernalsothe branchesand smaller
partsthat were previouslyleft on the ground(for pellet production)

The MOSnetwork (18 sitesin France)wasdesignedto revealthe longterm
effects of intensebiomassexportson soil fertility and biodiversity Different
treatment of biomassexportare appliedwith or without supplementationof
nutrients.

The aim is to analysethe impact of these new forestry practiceson soll
microbiotaandtree health.

Thepresentdatasetconcernedone of the site (Champenoukafter 5 yearsof
total OrganicMatter removal(OMRtreatment : all the organicmatter on the
ground including leaves was removed), with our without nitrogen
supplementation

5 replicatesControlx 2 treatments, 5 replicatesOMRX 2 treatments
DNAis extractedand TS issequenced

2x250bp llluminaMiSeq
PrimerSQCTTGGTCATTTAGAGGAAGTAA
Primer3QGCATCGATGAAGAACGCAGC
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https://www6.inrae.fr/in-sylva-france_eng/Services/In-Situ/M.O.S.-Network-Manipulation-of-soil-organic-matter

Metadatafor thesesamples

Samples

Ph203
Ph212
Ph217
Ph222
Ph224
Ph237
Ph241
Ph243
Ph24e
Ph250
Ph407
Phd14
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Phd28
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kept
79.76
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60.26
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Contral
Control
Control
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Control
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Quality

Low degradability
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Treatment
Control_with_MN
Control_with_MN
Control_with_MN
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Control_with_M
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¥ : Differencesbetween16S and ITS pipeling

Overview g

Short or long
reads

demultiplex

fastq sequences

| Demultiplexing Tool
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clustering swarm blastn affiliation

--distance 1 --fastidious

merge R1 with R2

PEAR or VSEARCH cluster seeds abundance table

Filter Tool

CIUStering Tool cluster multi-affiliation list

N /

joined fastq sequences

remove chimera iliati
Y Affiliation Tool )

@ N

standardize length

cross validate

cluster seeds

if 454 data: remove
homopolymers and low

. on blast affiliatio
quality bases Chimera Removal Tool amove blast taxono
pe e ord
trim primers if expected R ghore-oiast-taxa
filter on:
* cluster size > 5.10°
remove ambiguous bases e G T L5
* number of replicated samples abundance table

if exists

dereplication .
* contaminants

unigue sequences cluster seeds

Preprocessing Tool Filter Tool Affiliation Filter Tool



