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Presentation of the dataset

48 sows and their piglets

16S-ITS-23S

16S V3-V4



Presentation of the training subset

L = Lactation S = Sevrage (Weaning)

P = Porcelet (Piglet)
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Marker is the full 16S:

PCR primers:
27F: AGRGTTYGATYMTGGCTCAG
1492F: AAGTCGTAACAAGGTARCY
(both in 5’ 3’)

6th lactation day 28th (last) lactation day

5th day after
lactation ending

3 time points x        4 families        x        3 piglets per family 



Practice session

Create a new history, you may entitle it “Piglet_16S_longread” for exemple

Please, upload the data and metadata files that you find here :
https://web-genobioinfo.toulouse.inrae.fr/~formation/15_FROGS/30_March2026/Piglets_16S_long.tar.gz
https://web-genobioinfo.toulouse.inrae.fr/~formation/15_FROGS/30_March2026/Piglets_metadata.tsv

Choose FROGS Core Main 1b Reads processing of long reads,
use swarm to create ASVs.

Modify parameters and run the process !

https://web-genobioinfo.toulouse.inrae.fr/%7Eformation/15_FROGS/30_March2026/Piglets_16S_long.tar.gz
https://web-genobioinfo.toulouse.inrae.fr/%7Eformation/15_FROGS/30_March2026/Piglets_metadata.tsv


Practice session

Choose FROGS Core Main 1b Reads processing of long reads



Practice session

Modify parameters and run the process !



Practice session



Practice session



Practice session

Continue to process the data by run each tool step by step.
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