
miRBase precursor : gma-MIR6300
Total read count : 15
gma-miR6300 read count : 1
remaining reads : 14
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agguaaaaauacuuaccacuauauuacaacaacuuguuugugaaauucaaugguaauuuuaaauaauaaauguuuuaauauuaccgauagcauuugauuauauuuuuguuuuaaaguuacauuugauuauaucgcuaucggcuauaauguaagucauauucauccaauaucaugcaacuuuuuuguauagauauauuaauauuacucgauaaucaucaagucguuguaguauagugguaaguauucccgcc -3'5'- exp

.(((...(((((((((((((((((((((((.(((((...((((...((...((((((.((((.......(((.((((.(((((((((((((((.((((((......(((.........)))..)))))).)).))))))))...))))))))).))).........(((((((((((.....)))))).))))).)))).)))))).))...))))))))).)))))))))))))))))))))))...))) reads mm sample

............................................................................................................................................................................................................................ucguuguaguauagugguaaguauuccc... 1 0 seq

..................................................................................................................................................................................................................................uaguauagugguGagu......... 1 1 seq

..................................................................................................................................................................................................................................uaguauagugguGaguau....... 5 1 seq

...................................................................................................................................................................................................................................aguauagugguGaguau....... 2 1 seq

...................................................................................................................................................................................................................................aguauagugguaaguauu...... 1 0 seq

....................................................................................................................................................................................................................................guauagugguGaguau....... 2 1 seq

.....................................................................................................................................................................................................................................uauagugguGaguau....... 1 1 seq

.....................................................................................................................................................................................................................................uauagugguUaguauucccg.. 1 1 seq

.......................................................................................................................................................................................................................................uagugguaaguauCcccg.. 1 1 seq


